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Section-A

1. Attempt all parts. All parts carry equal marks. Write
answer of each part in short, (2 = 10 =20y

(a)  What is genomic ssquence annotation? Cive some tools
for Gene and ORF prediction,

(b} What is Microarray” How hininformatics is applied to
analyse microarray data”?

(c)  What is machine leaming” Name some machine leaming
approaches.

(d) What is a Decision Tree? Give example.
{e)  What is computer simulation?
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(j)  Explain Perl? What are Arrays, Hashes in Perl 7
Mote : Attempt any vo guestions from thif section. (15=2=30)
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Section-B 3. Describe and di
their inference

uss some molecular bfology techniques and
blems solved by the hlp of bioinformatics,

2. Attempt any five parts. All parts cany equal marks :

(10x3=50) 4. Whatis foree fighd in molecular modelipg? How is it helpful
m 2 (@) Whatis simulated anncaling ? in study of molgeular dynamic simulatipn?
__r.u gt} How is Artificial Neural Network helpful in solving 5. Whatis in silico i [igand and Structure
Ml__ 2 S  biological problems? based drug designing.
o
m (c)  Discuss and deseribe the Genetic Algorithm.
m (d)  Explain Nawral Language Processing. Discuss its major
“ areas.
po— (e} Deseribe computer simulation techniques and jts
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